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m Mational Library of Medicine

Sunrmensean Prerisl My B hluraigan dars Wy prlia

Submission Portal

Submit to the worlds largest public repository of biological and sclentific information

Type a few words abouf the sequence dala you are submitting and select &n apbion bo leam more, You can al

browse submisson inforrmation below,

What do you want to submit?

Erter 3 few words aboul your sequence data

SARS-Cov-2

2) ETF—1NREAILE BioSample, HANFAITRE, mistaigiH New submissio

Submission Portal

Your submissions

Start a new submission

GenBank BioProject
Sequence Read Archive BioSample o=
Genome Supplementary Files
TSA AP

m National Library of Medicine
|‘l|.'-J'r|' - Fi

anter it agy Inforrmation

Submission Portal

BioSam PIE Download batch submission template

0 Mole: to update an existing record or recent submission, please email your request

Short description and brief instructions
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G) BEANWTNE, RIELAMERESRERENER: SifR, e (FEES—
MARMEEMRFE) [, FREFE, Bfteit, ES5AT Continue,

Submission Portal

BieSample submission: SUB11603082

Submitter
# Finsl {ghven) name  Middie namn o Last [Famify) rame
A i TR CeRhus)

{40531 B0 g con @ &1icas one emad should be from

0 Subimittiars with & q0.oom, 163 o0, or foxmad oom emal adioss o ne akways recake mal from
MCEL Please provide an akamatha omel addness Sicem o diiforent domadn fo onsre that wae ard abl
0 COTHTIL e s FoL

‘Groug far this subesission
[BREESE (o® lation irom my personal pofie)

@ You can creabe 3 group for staied submissene nopea prohie

*_MMHMM|HH1 hmw-m uaL *_Dlpﬂrbl'rl

Peane Fax )

(4) ETRIESHIERNAATE, AIEEAIRN, trkFEEER, TNt

Ti%$E batch/Multiple Biosamples, ZAf§rad: Continue BE],

l‘ ETTHIETES SLI'ZI“"I os tlll'.'il

General Information

Release date

0 Mote: Reioase of BoProject or BinSample is also friggened oy the refoase of linied dats

% When should this submission be released to the public?
; Rtk |ihifvaadiatoly 1oHowing procassing
@ Redagse on spaciliad dake or upon pubkcation, whichseyer is firs

# Projeched relesss dals

% Spacity i you are submitting & single samphe o a file containing mulliphe samples

) Batch/Multiphe BioSamgkes
You will be asked 16 opéoad o tab-delimited ot fie that describes each of your samples and their
atinbutes, Submission templaie files can be downloaded from ths Atiributes tah or 1he tempdaias |

{7 Grgle BioSemole

Yind will be askad 10 manusally compiete a web Tonm 10 dsacriie ane sample and |2 alribules
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(5) BT REFERmMSE Sample Type, BEAIEREFRIGERENKS: [RiZERA

ARG, ERAVRIEFERE T LASEIE: Pathogen affecting public health, Model orga

nism or animal sample, Plant sample &2 ARematsE FAE Continue,

taboratory moded organisms, 8.0, mouss, ral, Urosophila, womm
fish, frog, of lange mamimals including 2oa and farm animals
© Metlagenome of environmental
Usea for metagenomic and emvironmental samples when 0 = mat
appropriate or advantegecus o use MUS packages
Invertabrate
Usa for any invertebeals sample
() Human

) WARMING: Only ume for human sampses or cll lines that have no
privacy concems. For all studies invalving human subjects, it i
e submitier's hes Ty 0 ensuie that the nfomation
supplied priects pariicipant privacy in accordance with all
appicable lows, regulations and institutional policies. Make sure
1o remave any direct persongl identifiers. from your submission. Iif
1here are patient privacy concorns reganding making data fully
pubdic, please submit samples and data to NCBTs dbGaP
database -'JL'._I'BJE has controlled access mechamntsms and &5 an
Appropriate resource for hosting Sensitive pathens data. For
samples isolated from humans tse the Pathogen, Microbe or
apperopfiate MIKS package

W Plam

Uge Tor amy plant samale or cell kne

! Wiral
Uss o all virus gamples ol Gestly aSSociated wit Lotk Gt
‘Wiral pathogens should be submitted wsang the Pathogen: Clinical

af host-associabed pathagen package

T Beta-lactamase
Use for beda-lactamase gens transformants that have Sequence
ard antiiotic resistance dats Please use the Suppleme
Files' wizasd Lo submil comespanding Sequin and Anfibiogram

files

iy

FH% rHNA or GO obtained from cultured or woucher-idantifiable
specimens, Drganism camnol contain the term metagenome’
MIMARKS Survey related

Lise for any type of maner pans sequences, &), 165, 185, 235,
TR5 rRNA or CO| abtained directly fram the ervingnment, withaout
cultising oF identifcation of the orgamsnid. Oiganism must be a
metagencme, where lneage starts with unclassifed sequences
and sclentific name ends with ‘melagenome

MIMS Environmental/Metagenome

Lize for environmental and metagencrme sequences. Oaganism
must be a metagensme, where ineage starts wilh unclassified
sepyences and scientific mama ends with metagenome

| MISAG Single Amplifiod Genome

Li=e for singhe ampliiied genoms sequances produced by
Isalating individual colls, amplifying the gomeme af sach call
using whole genoms amplfiication, and then sequendcing the
aimpdified DNA I,'f'n]w'n:.'rl camnal contain 1he basm ‘metagancmg
MIUVIG Uncultivated Virus Genome

Lk Tor uncultivated virus genomie identified in melapenome and
melatranscriptoms datasets. Onganism mus! have Bneage

Yiruges

(6) & MRIEEHMIEE Attributes, FELAREM AL excel HERA], INMEINRTE

i IRURIRES /5 LERI750: REs T NEIR,

ARf5 Download Excel,

BioSample submission: SUBT1603082

Plam samgle
1 mmwmrs 2 gewenss mrg 3 pamepp Teep

Attributes
Package Plant, version 1.0

4 |iov@ oo poU WANE §3 proas prur BeSariphe siin kot

Lise il i inbie adime

1) Uplesd & e uirg Exesl of te foimal (Tab-deliimilad] thal incdes e @i ho sech of yor BoSsmple

& Al A

& Thovse T | or deag vl desp i hain

& Terrpiais for Mo ampks packege Plaal. weeion 1.0

Dowrivat Frowl o Sowrinard TS

For cobim anplaranaes ang daayyion, Dhad Got Th Sample meies page

For miore knformation, pleass soe coariing sampke sttt fls
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(7) ¥JFFZ Excel, XU, LIARIERH 3 MEmAR, HPERE=EUE
I, MNRFFEEMMSEFIES “not collected”, EATFIEL NCBI BXANEE LB,
ANERERE “not collected”BHETLL, it NCBI IEL4{R Biosample fRESE—L, K4
RE 23K, HRESTENERAE—IER, HEZEHMAILISRTE Continue N T—

PMRRT.

(8) B RHUZELERL BioSample HIRE—2, HIAMSEE/ER Submit BIA],

BioSample submission: SUB11603082

Plant sample

1 sumairren 2 cevenaciwre 3 sameretver 4 arrmoutes S REVIEW & susmMiT

Review & Submit

This BioSampie submession will be released on 2023-07-20 or upan pubiication, whichever |s firgt

Mote; Redoass of BroPropct or BioSamgle i also tnggered by the release of inked data

Submitter Information

General Information
Plant, wersion 1.0

Attrioute file Plant.1.0.2=x (17,7 BKE)

(9) REFEALZ NCBI BYERMY, SB5—EIHMER /R Submit FEZIAIXRY, FILIZES.
HNFEEHMHRE S Biosample fREAIMRF, TERTR, XETHMFERVEMIR

BRISRYE MEMER Biosample accession SRINIMN AR, FLEE(E raw data EERF,
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Deax

This is =n sstomatic ackmowlsdgment that your recent submission to the BioSample datsbase has beean saocessially prooe:

BioSasples accessisn! SN . Shnl SANN]: . SANNL . SAEN SAMH1A L
Temporary SubsissicniD: SELE
Relaases Sate: ®mE OO &F processing is complets

A subpission sussary and the linke by which your BiloSample records will be acceaszible axe appeeedeq

(10) Bioproject fSHERIES BioSample IR SEHIELER—, LA NRHERT Bioproje

ct, EIRIRESHEXEREA,

Submission Portal Home My submissions

Your submissions

GenBank [+ BioProject |

Read Archive . BloSample
Genome Supplementary Files
TSA AP1

(1) #5452 BioSample IS5, FIERXER NCBI, #A Submit FE, XIRFK(IEERE Sequen

ce Read Archive(SRA), ZAERTE New submission IHEANREHIFUE LIEXE.

National Library of Medicine

National Canter for Biotechnoiogy Information

Submission Portal

Your submissions

Start a new submission

GenBank I BioProject
Sequence Read Archive BloSample
Genome Supplementary Files
TEA APl

2 submissions
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(N[[¥)) National Library of Medicine

National Center for Biotechnology Information

Submission Portal /

Sequence Read Archive (SRA)

The SRA accepts genetic data and the assoclated quality scores produced by next generation
sequencing technologies. Please refer to the File Format Guide.

» Files can be compressed using gzip or bzip2, and may be submitted in a tar archive but archiving

(2) EBENMAEE.
(3) FLEEBERER, WRERHEMIFT Bioproject 5, Biosample IXERI%EIE yes, Release date
RIEFEEERIT], M Continue,

Submission Portal

Sequence Read Archive (SRA) submission: SUB11603118

New
Submitter
% First [given) name  Middle name # Las1 [family) nama
I I
L L
% Emall {primary) % Email (secondary)

! ! | @ At heast one emall should be from the organizatic

% Sobmitters with & pgocom, 163.com, of faxmall. com amal address 4o not always recaive mal from
MCBIL Please provide an allematre emal address from a different domain 1o ensure thal we are able

to communicate with you

Group for this submission
PREESE (affiliation from my parsonal profile)

Creale group B Allow salected collaborators 10 read, modity, submil and delete your submissions
% Submitting organization Submitting organization URL % Departmant
I 1 L |

(4) Tk, RIELRIEATESHNERNRE, BRIMIEE— ALY . FERf1E

IS B IRERINESE — LR No, EMAIAIERIA], A Continue,
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Sequence Read Archive (SRA) submission: SUB11603118

1 wmwrren 2 srurmaL man I e

Project Info

tm‘ﬂ

* Public devcigbon U

Priskirwintion €1
agmoyghural H

W I8 yOLF ORCE pan of & langer inianee which is alragdy reglsterod with NCRIT

@ Mo () Vesinst sery common)

(5) IR Biosample Z4%, WHEBRE—PERRE, HLESH THERESHE LE—HY, VRLL

T Excel RIGIES .

Sequence Read Archive (SRA) submission: SUB11603118

123, Jun 13 22

1 susmiTTER 2 GENERAL INFO 3 PROJECT INFO .‘;ﬂ ADATA

SRA Metadata

6 For more detailed help with SRA submission please read the SRA Submission Wizard Help
% How do you want to provide your metadata?

() Use built-in table editor
@ Upload a file using Excal or text format (tab-delimited)

. % Metadata file -~
: o g and rop e e

@ Download Excel spreadsheet (designed to make it easier to select the correct metadata values), edit,
save and then upload the modified Excel file

(6) XNFIERBIX/MEFAY: biosample accession RS HEEMERAIRS, library 1D XEALABTT
R REAESAT, FTEINERFR, BEBRIEXFES, 7x filename 3R, BRMUEF—

EEMIEREEE HENXHRTE—H, FAEAREE . FTHRENFS, NREILUSET
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Xz aE e, ERENEIEIETUKRE  library strategy: RNA-seq; library source: Transcriptome;

library selection; layout: paired, (EF/FAAINFLELSHANTLISHLEMIMBERIHEE) .

sceps_deacrgd
w1

(7) BETRMERE—27T, HESR. mXE, FHIITLUZE— IBM B934 Aspera Conne
ct BFAEUEER (FEtit : https://downloads.asperasoft.com/en/downloads/8?list, NEZE=RPA], #E

(£ 360 NLE2E, 5 Aspera REXLLBITT(E.

Submission Partal

SRA] submission: SUBSSS5028

Rl thilznapteenc sl wish Gl creamedin Fane seeeoe eads, Tan 5 20

B o Coch M ret s vk b e SR o i etk i apioaded. T er ipmeE nE el ey
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Al TRl

EEm e
(8) EIFEFFE— KL, E choose files WEIFRAVFFE X, WMutsBRNEEA Aspera F& EEX

4, EERR, HI FERNFEHIRBEEE LETT.

#* How do you want to provide files for this submission?
@ Web browser upboad via HTTP or Aspera Connect piugin
Do mot wse wely browser HTTP uplead if yoo are uptoading files over 10 GH os maore than 300 files.

'ﬁ FTP or AsperaCommand Line Al pretoad (3 W - IEM Acpera Connect e o )
AN Fikes for asubmission must be upkeaded into 3 single Toider, | =
- [ 5 i it.l.d.fg (#5
i) Amazon 53 bucket i Dt e
EXiEN. . .
+ Files
| o drag v arp tham e
. Mame Size  Created Dalete
¢ orawsplitd i N
| rawsplit 2t |
| stz Lig =
o aplin 2R e
i rwsplita.a = e |
¢ rawsplitagig |
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(9) BEELIERE, M Continue BIF], H&i—#, ZEHEXER, LT@E, RERR, FEN

CBI §tz., FZEIERIEEXENME

BRANFE raw data BERA, MREGRNMEDINERTLUBIESE—ET Web bro
wser upload via HTTP or Aspera Connect plugin, ¥I5R2E 10 MERLAL, EFHRE"N

1B Aspera 85T LM (SRARE—MAM LEBEAILIR, FIFE—EHIWL) .

EIERIE: 18171096640
MR%E - market@lingsibio.cn
RRILIE www.lingsibio.cn
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	NCBI数据上传：转录组测序（RNA-Seq）数据

